4 100 mM NaCl 0.5 % SDS (Some people like to add 100 μg/ml proteinase K, but since you are going to heat the sample at 65 °C, and then do a phenol chloroform extraction, it's not really necessary).
Procedure
1. Start with 70 mg of fresh or frozen tissue. Mince the tissue using a clean razor blade in 4.5 ml of ice cold PBS on ice into small pieces.
2. Add freshly made HEPES-formaldehyde solution to a final concentration of 1% formaldehyde (0.5 ml of 11% formaldehyde in HEPES-NaOH.
Note: Make up this solution right before use, enough for one use only).
3. Incubate with mixing at room temperature (RT) for 10 min.
4. Centrifuge the cross-linked tissue at 2,000 rpm for 5 min, 4 °C.
5. Wash the tissue in PBS and centrifuge again (twice).
6. Add ChIP lysis buffer (1.6 ml for 70 mg of starting tissue) with protease inhibitors. Split the sample into two eppendorf tubes, 800 μl each and make sure there is roughly the same amount of tissue in each.
7. Sonicate the tissue (keep on ice at all times) to obtain chromatin with an average shear size of 500-1,200 bp (with our lab sonicator this is achieved by sonicating at setting 2, 10 sec per cycle, 6 cycles total). Spin down the pre-cleared chromatin (2,000 rpm, 1 min) and carefully transfer the supernatant to a fresh tube. Add the appropriate antibody to the IP (3 μg, but it depends on antibody) and incubate for 3 h (or overnight) at 4 °C, with rocking.
12. After immunoprecipitating the protein-DNA complexes, add the IP mixture to fresh prewashed agarose beads/resin and incubate for 1.5 h at 4 °C. 
